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Proteomic changes in GBM cells
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Figure 6. Co-Culture Oncology XL Proteome Profiler array results suggest an
upregulation in malignancy promoting proteins. Co-cultures of F50 and 1A GBM
were utilized to simulate the environment of glioblastoma neighboring neural stem
cells.

Vimentin (upregulation): Component of intermediate filament cytoskeleton.
Contributes towards processes including migration, metastasis, and cholesterol
signaling. Usually overexpressed in cancers (cell invasion, metastatic tumor
spread) and best known in cancers as a marker of cellular epithelial
mesenchymal transition (EMT).

FGF2 (upregulation): Commonly expressed in malignant tumors. This protein can
promote cell motility, proliferation, increase tumor angiogenesis and inhibit
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Tenascin C (upregulation): Extracellular matrix glycoprotein. An upregulation of
this protein has been seen as a biomarker for a high grade glioma, Diffuse
intrinsic pontine glioma(DIPG)."
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